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Abstract

Foodborne bacteria are responsible for human illness and death. There is continuous
development of rapid and reliable methods for the identification of these bacteria. Advent of
biotechnology has greatly advanced food testing methods. This research was performed in the
laboratories of National Commission for Biotechnology-Department of Industrial and Food
Techniques in the period of 2013 to 2014. Fifty-three isolates of foodborne pathogenic
bacteria were obtained from poultry samples using traditional methods based on
morphological, physiological and biochemical tests. Identification tests revealed that the
isolates ascribing 6 species, (almost all of them belonging to Enterobacteriaceae):
Escherichia coli, Enterobacter cloacae, Hafnia alvei, Proteus mirabilis, Salmonella sp., and
one species belonging to non-enterobacteriaceae gram-negative bacteria: Pseudomonas
aeruginosa. These isolates were identified by means of real-time polymerase chain reaction
(RT-PCR) technique, through detection of the genes uidA, rpoB, ACC-1a, aad, invA, and
regA, respectively, using primer designed for identification of these bacteria to species level,
depending on fluorescence and melting curves of the resulting amplicons. The current
research aimed to evaluate the efficiency of RT-PCR in identifying of some foodborne
pathogenic bacteria which are isolated from poultry. The results revealed that the RT-PCR
technique was an accurate, rapid and inexpensive method for identification of pathogenic
foodborne bacteria, and can replace labor intensive, lengthy and expensive traditional
methods.

Keywords: Traditional Bacteria Identification Methods, Real-Time Polymerase Chain
reaction, Foodborne Pathogenic Bacteria, Poultry.
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